
Postulated
No. Cultivar or line     BBBD MFPS MJBJ MCRK KFBJ MHDS TGBG TNRJ genes***
1 Foster ;1 3 ;2c 3 3 3 ;1c 2; 26
2 Patton ;1c 3 ;2c 3 ;1c 3 ; ;1c-3 1,26
3 Roane ;-1c3 ;-3 1c2 3 ;1c2 ; 0; ; 11,26
4 INW0411 ;1c ;1c2 ;1c 3 1lc2 ;1c2 ; 0; 11,26
5 MSU Line D8006-R ;1 3 3-1c; 3 3 3-1c ;3 3 10
6 AR96077-7-2 ; ; ; 3 ;1c ; ; ;1c 11,26,+
7 MO011126 ;21c 3 3 3 3 3 3; 3 0
8 VA03W-412 ;-3 3 ;2c 3 3 3 ; ;1c 26
9 VA03W-409 ; ; ; ; ;1c ; ; ;1c  +

10 MD00-72-5028 ; 3-; ; 3 ;1c ;1c2 ;1c ;1c 11,26
11 MD00-72-5050 ; ; ; ;1c2 ;1c ; ; ;1c  +
12 IL01-11934 1c 3 3 ;1c2 ;2 ,1cn ;1c 3 1,24
13 SE98-1089-34 ;1c ;1c2 ;1c 3 ;1c ;1c ;1c 3; 11,26
14 SE91-1492-4 ; 0; 0; 0; ;2 ; ; 2;  +
15 99840C4-8-4-12 ; ;1c ; ;1c ;1 ;1 ; ;1c  +
16 0175A1-44 ;1c 3 ;1c ;1c2 ;1c2 3 ; ; 17,26
17 01946A1-16 ;2 3; 1c; ;2c ;1c 23 ;1c ;1c  +
18 AR97044-10-2 ; 3 ;-3 3 ; 3 ;1c 3 1,26
19 NY88046-8138 3 3 3 ;1c2 ;1c2 2;  - 3  +
20 MSU Line E0028 2c1; ;1c 3-2c ;2c2 ;1c1 1c2 ; 3 9
21 T162 1c2 3 3 3 1c2 3 3 3 1
22 T157 2c3 3 3 3 1c 3 3 3 1
23 E01-1272 ;1 ;1c ;1c 3-1c; ;1c ;12 ;1c 3 9
24 Z00*5267 ;1c ;1c ;2c ;2c 3 23; ;23 ;2  +
25 VA03W-434 ; ; ; 0; ;1c ;1c ; ;1c  +
26 KY96C-0786-3-2 0; ;1c ;1c ;1c2 ;1c ;1c ;1c 3 9
27 KY96C-0769-7-3 0; ;1c ;1c ;1c ;1c ;1c ;1c ;  +
28 OH02-12678 0; 3 3 ;1c 3 3 3  -  +
29 OH02-12686 1c2 3-; ;1c ;1c2 ;1c ;1c ; ;23  +
30 OH02-13567 3 3 3 3 3 3 3 3 0
31 MO040192 0; 3 1c2 3 3 3 ,3 3  +
32 IL00-8530 3 3 3 3 3 3 3 3 0
33 IL02-23168 ; 3 3 ; ;1c1 ;1c ;1c 3 24,+
34 B020815 ; ;1c2 ;1c ;1c-3 ;1c ;1c ;1c 3 9
35 D03*9804 ; 3,1c; ;1c 3 ;2c ;1c ;1c 3 11
36 M03-3104 ;1c 3,12c ;1c2 3 3 3 ;1c ;1c-3 26
37 M03-3616 ;1c 3; ;1c ;1c1 ;1c ;1c2 ;1c ;2c  +
38 M03*3877 ; ;1c2 ;1c ;1c1 ;1c ;1c2 ;1c 3 9
39 SE94-1012-25 ;  - ;1c-3 31c; 3 3 ;3 2c;3 26
40 G59326 ;-3 ;1c3 ;1c2 3  - ;1c ;1c 3 11
41 G69322 3 3 3 3 3 3 3; 3 0
42 G69319 3 3 3 3  - 3 3; 3 0
43 GA98401-5E45 ; 3; ;1c ;1c 3 3 ;1c ;1c 26,+
44 GA991369-5A17 ; 3 ;1c 2c,3; 3 3 ;1c ;1c 26,+

*Single genes tested: = 1,2a,2c,3,3Ka,9,10,11,14a,16,17,18,24,26,30,B
**Virulence formula: 

KFBJ=2a,2c,3,10,14a,24,26
MHDS=1,3,10,14a,16,17,26,B
TGBG=1.2a.2c.3.10.16
TNRJ=1.2a.2c.3.3ka.9.10.11.14a.24.30

***+ = Lr gene(s) present but unable to identify with these Lr virulence combinations
MCRK=1,3,3ka,10,11,14a,18,26,30
MJBJ=1,3,10,14a,16,24

Seedling reaction of entries of the 2006-2007 Uniform Eastern Soft Red Winter Wheat Performance Nursery to selected 
isolates of Puccinia triticina (D.L. Long, USDA-ARS, Cereal Disease Laboratory, 1551 Lindig  Street, St. Paul, MN 
55108)   CDL website:   www.ars.usda.gov/mwa/cdl

Reactions produced by NA race* **

BBBD=14a
MFPS=1,3,3ka,10,14a,17,24,26,30,B


